a b s t r a c t
A novel chromatographic method for the simultaneous analysis of nine biogenic amines, 21 amino acids and ammonium ions in beer has been recently described in "A UHPLC method for the simultaneous analysis of biogenic amines, amino acids and ammonium ions in beer" (Redruello et al., 2017) [1] . The present article provides recovery data of the 31 analytes after spiking four different beers with five concentrations of each analyte (15, 30, 60, 120 and 240 mM).
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Experimental factors
Four beer samples of different matrix complexity (an alcohol-free french lager, an artisan spanish lager, and two abbey-style dark belgian ale beers) and a 0.1 N HCl solvent solution were used as matrices in this work. Analytes' mixtures containing 9 biogenic amines, 21 amino acids, and ammonium ions at five different concentrations (15, 30, 60, 120 and 240 μM) were added (spiked) to each of the five matrices. Experimental features 100 mL of each sample were derivatized with diethylethoxymethylenmalonate (DEEMM) according to [2] , filtered through a 0.2 mm PTFE membrane (VWR, Barcelona, Spain) and one microliter injected into the chromatographic system. Data were analyzed with Empower 2.0 software (Waters).
Data source location
Breweries in Spain, France and Belgium.
Data accessibility Data is with this article
Value of the data These dataset allow researchers to evaluate the accuracy of the method developed to simultaneously quantify biogenic amines, amino acids and ammonium ions in different beers [1] .
Some biogenic amines are toxic, especially to susceptible individuals [3] [4] [5] [6] . Thus, these data are useful to researchers involved in beer safety and beer quality research projects, with a particular interest in evaluating the content of biogenic amines and their precursor amino acids in this beverage. 
Data
Recovery data of 9 biogenic amines, 21 amino acids, and ammonium ions after spiking four different beers with five concentrations of a standard mixture containing these 31 analytes (15, 30, 60, 120 and 240 mM) are presented in Table 1 .
Experimental design, materials and methods
Four beer samples of different matrix complexity (an alcohol-free french lager, an artisan spanish lager, and two abbey-style dark belgian ale beers) and a 0.1 N HCl solvent solution were used as matrices in this work. Analytes' mixtures containing 9 biogenic amines, 21 amino acids, and ammonium ions at five different concentrations (15, 30, 60, 120 and 240 μM) were added (spiked) to each of the five matrices. One hundred microliters of each sample were derivatized with DEEMM, further separated by UHPLC and peak areas determined, as described in [2] . Recovery of each analyte was calculated as [(peak area measured in the spiked sample)-(peak area measured in the non-spiked sample)/(area measured in the solvent 0.1 N HCl solution] Â 100. Mean recovery for each analyte and each spiked concentration was calculated from the individual recovery data of the five matrices used in the experiment (see Table 1 ).
